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/ Join this hands-on workshop taught by

h Y experts in the field. Learn how to analyze

o - ~ Next-Generation Sequencing experiments
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and how to visualize the results.

‘ SCOPE AND TOPICS

® Understand Next-Generation Sequencing

® Discuss the advantages and limitations
of sequencing technologies

ENROLL TODAY ® Use bioinformatics software and tools to
undertake analysis of NGS data
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‘RNA-seq Bioinformatics: .
A Practical Introduction® ® Interprete the results and extract first
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( Workshop Cost: )
industry rate: 850EUR
early-bird: 750EUR
academic rate: 600 EUR ® David Langenberger (ecSeq Bioinformatics)
e Expert in NGS data analysis
Travel expenses and accommodation . .. )
are not covered by the registration fee. ® Mario Fasold (ecSeq Bioinformatics)
. J Expert in analyzing RNA-Seq expression analysis

Course materials, conference dinner
and catering included!

ECSEO ecSeq Bioinformatics Phone (1): +49 151 22290-786 Email: events@ecSeq.com
Brandvorwerkstr.43 Phone (2): +49 151 22290-391 Website: www.ecSeq.com
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